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Fig.12.6 Precursor of peptidoglycan. The peptidoglycan is built from
prefabricated units that contain a pentapeptide attached to the N-ace-
tylmuramic acid. The pentapeptide contains a terminal D-alanine-D-ala-
nine unit. This dipeptide is required for cross-linking the peptidoglycan
and is the basis for the action of B-lactam and vancomycin antibiotics.
The B-1,4 disaccharide link cleaved by lysozyme is indicated.
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1. Polysaccharide repeat units are built in the cytoplasm by a
series of glycosyltransferase proteins on the lipid carrier UndP,
resulting in the sugar repeat linked to UndPP.

2. UndPP-linked repeat units are flipped from the cytoplasmic . . N P
leaflet to the periplasmic leaflet of the IM by Wzx. e ) 'b"*"’ LJ’JM G ')"WL"
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3. The flipped UndPP-linked repeat units are obtained by Wzy.

4. Wzy-mediated polymerization of the repeat units is carried out at St sla 335 bug Ol e L s glas v
the reducing terminus of the growing chain. . e e )

5. The length of polymerization is govemed by the chain length lae L;?)b sl 9 UK:-lfﬁ-*t::-: ! 9 °-’)-{ dai’“
regulator Wzz, resulting in preferred modal lengths of polymer.

6. For LPS, the polymerized glycan is ligated to lipid A-core ._5}5

oligosaccharide by Waal to form a mature LPS molecule.
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Figure Bacterlal Plasma Membrane Structure. This diagram of the fluid mosaic model of bacterial membrane structure shows
the integral proteins (blue) floating in a lipid bilayer. Peripheral proteins (purple) are associated loosely with the inner membrane surface.
Small spheres represent the hydrophilic ends of membrane phospholipids and wiggly tails, the hydrophobic fatty acid chains. Other mem-
brane lipids such as hopanoids (red) may be present. For the sake of clarity, phospholipids are shown in proportionately much larger size
than in real membranes.
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