T

c f i e
Arrangements of Cocci 03&)"3;2 J”‘“ thn?lwl

coccus diplococci Staphylococci

O OO 0 e Jal Gl b 5L b (5 55L (55999890
SoSskdlinl 0 sF (oo (oSS b (6,55h Haoe S 4 azil
=S85 eyt Sl SeSain dal el eSS il do

b ol a5 058 o oS 5,5 sl alF il o b

g ol iShyml eslgls asle wnS (oo el

5 =S85 Sl Sl b pgia S 5 egleals (uligegdgm

SR sarcina tetrad aSle oyl Dyl feslisSsS 4 a5 o)l dezy i el
AL (B o badS g o ugldgen iSLgiil

b anliS'g el (S5 (5553 sl 65351 (et w55 (o0 el O 4 5 Sl il 8 G904y 5L LSl i e
Il b gy 5o o Il aiile sl 0l Sl H55 e o 038 5l 2, JSST csl Mg )b 5 Ly doigy 5 wile
S 051 @alyd 1y alise SIS sl ] Canl (oo o JUS 15 1o (5,55 oz - 5 STbsSaln 5 gkl 0 o0y JU
2 ST sk b iz S D90 4 T (o 92 @l Sl Ty S SIS 350 0 a3l b 5L a4z
S5 bl (5,655 293 L (555,500 oyl b (o it L T (03) (ol T il Sy 4 ol i 350
A D90 &1 5 ol JIKE 3550 58 w5 (I S8 ) 6l 005055 gl
5 o0 Js 4 o0t oazr b (oSl a8 59) el ol e o8 LS 555 sl
b Jol (2U90 Sl (i o0 095 (00 005 by gkl il wiile 0 o2 ol
g5 (oo Jembslos 1) oo LS 50

s 40 V0S5 g5 (1

pLS wistlS 55 ol 1,8 Ll po gy 5550 Jsls DNA oS 0udly s po (ool (SIS0
Sl 0l Ll B 4 annly Leoggeg S lass b LeasalS s olaad bags 551 5o w0l
SFSLDNA il oo Joko 2 50 65 39255 lo w0 b sl S
ol il 00,5 JUal 1, 6251 oo o oy 1+ 5l o s 900 (on BS5  Jolo (35 31 oy ¥ B Y g0
5 5sksS DA 5l Wlss e 5 shass Bl g Ll ol " jrolie S S50 Wl e AL 3 il (5,5 DNA ooy 25
i S e yolie 6551 9,8 0 il e wilgs o Myxococcus xanthys s A¥00 b Mycoplasma genitalium
3 Ot i Lo uiig il aily Job i b 5L e ) B 5bokS YUY Sl ol oo laseandly 510 S92 523
Lo el G Lt (6 SUDNA i b aias o bl | b Sigy Sy sl it aslivn o285 a5 5,15 3525 5,55
RNA L ol5 a5 004 sodl> (gl ald) 90 O g0 4 (6,551 DNA 058 oo 05 (63505 U 3y 5o (g 9 S>o5
3550 Jlie gl il 5 s algs e 4l Lo 5L DNA wil o ol yon 535 sloiis o 5leel RNA
e Sl (gl il )90 5 (oS elogiy il 5 (a0 W yg )0l gl ans) SO e (Y Jele) (58995 5l 55
Oim Lo L6 5SL S cl (9al> poige9,S SO g b pgi90s,5 S (slls Agrobacterium tumefaciens® s e

N .
Diplococci
Y
clusters
.
tetrads
. 3
sarcina
. o
chains

palisades '

" Nucleoid
el 1300 pm 55 s o le a L
oS T opadly 3,5 Sl olF a4y JLasil 5 o 655k 095 o T ogme (533, oo 51 el a5 el (crown gall tumor) oS JSs b jges8 Jale 5250 cnl
Sgd oo oolazwl jlaws SC55 g 4o S cpl 5l gl = Gl 55095 oauzS Al

ZY
(tel: @doctorkashfi).y S woloxt 51 3 15 0932 (5155385 & <ol (58 3 hosd w90 6306 4 5113 1 0932 3 i




b 09,500 0952 oo Yl
«R. sphacroides) ysss yiml y:Sbgog, 5 10,1552 5009 s (ko Mgy bpmsliw Lyl 15 aiile s p3909,5 S,
. Deinococcus radiodurans 4 Ochrobactrum
(AV=A 2)l) S35 sanlio i 0959095 9 Swomsdly ;b gl (512 325 S 58U 51 SolsS y3:: OPT s
828995 33 Wy (& duigogis Lol 95 Lo (21
I3519k31 wolidgom (3 el boigs 5 (2
St oDy gl slid )0 ple (89,8 o pgjore ol LU )3 (andhgiw sl (59,03 (o SlSe L DNA
At 5l ojlgs g il £ g0 paS
(Lateral Mesosome) wil> pg3930 (1
s G (Jeke 2, Glaiean w50 5 s B b el (Job jeme ;5 b pgie5e
(Septal Mesosome) 5101999 &b pg3930 (¥
4 poi9g)S 93 (2l 3 (oo B g e 4 e (551 90 (D Iz e )3 (o willead @Bl (65 Ak 3 &S
Al 8L 2SS Lo
5,5 saalise |, DNA Olgs o ' g 53001 Ko, 5l oolizal b v/
(Cytoplasmic membrane) A&18 sl b (lowd SUE b cow Dy g s (Y
oy @) ¥ g0 slad cnlai)ls 953 slid Lole o 1) oy lavaul 5l ook el b 6351 b g S0 IS
Ol s e LS 1) sk 039 5l 0o )0 Yo (condygin slid 358 oo 0 (S AN oSty Som 25 50 05 — (s, —
raslid Lol i i 510 Slasngs S oS polie 5 amea) duoys Yo Fe coputig s dopo Ve b 5 ol lo el
e S ol Yy LS ol 5325 e Ukl IS 5 (L) gl il (CIV0) (i el i
£ cral o5 IlandysSole s sl gl 0Bl el ] 8,5 3525 laadg il 5 Loty jons] el il o> (gl
o ;S el iUy 4o il o 1o gy S b 1o gy (S5 ol glis 51 5y a5~ I ap Lasime 31 |y oz
Syt b Lid 5 b 5 lag oS (50 3sSlS 5 atle loin oIS
Joloos L aily oo gl oy laswl bls b il mls das b 4 b ensdygi slid 5o, 0 Jilas vV
ST ) wlen
5,5 e (2 slie 5 O gauiy 5l 9 03,5 Joke Sgr e sla w5 55 by Ol ) S5l slie
0 (s pids) g el aslinn (slas ;Shoe a8 il 00t b s 5,85 slie 5> (Hopanoid) ssgbsa pb 4 Slus 5
el OT 03,5 Gadin § buin 9 i collw b O i 35,05 sage

Glycolipid

Oligosaccharide

Integral
protein

Hydrophobic

Phospholipid

protein

Figure Bacterlal Plasma Membrane Structure. This diagram of the fluid mosaic model of bacterial membrane structure shows
the integral proteins (blue) floating in a lipid bilayer. Peripheral proteins (purple) are associated loosely with the inner membrane surface.
Small spheres represent the hydrophilic ends of membrane phospholipids and wiggly tails, the hydrophobic fatty acid chains. Other mem-
brane lipids such as hopanoids (red) may be present. For the sake of clarity, phospholipids are shown in proportionately much larger size
than in real membranes.
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